Introduction
Since the last compilation of restriction endonucleases (110) , more than 30 Type II restriction endonucleases have been discovered, including some valuable new specificities. These include Acyl (GPuCGPyC), Ddel (CTNAG), Fnu4HI (GCNGC), Rsal (GTAC), SphI (GCAGTC), and XmalH (CGGCCG). In addition, a number of new isoschizomers have been discovered and further information about the recognition sequences of some old entries is now available. AvaX is renamed AvaHI.
In forming this list, all endonucleases cleaving DNA at a specific sequence have been considered to be restriction enzymes although, in most cases, there is no direct genetic evidence for the presence of a restriction modification system. These endonucleases are named in accordance with the proposal of Smith and Nathans (132) . Within the table, the source of each microorganism is given either as an individual or a National Culture Collection. If further information is required, it can be found either in the first reference shown which, in each case, refers to the purification procedure for the restriction enzyme, or from the individuals who have provided their unpublished results.
Where more than one reference appears, the second concerns the recognition sequence for the restriction enzyme, the third contains the purification procedure for the methylase, and the fourth describes the recognition sequence for the methylase. In some cases, several references appear in one of these categories when independent groups have reached similar conclusions.
Reprints of this article are obtainable from the author at the above address. Table   a . When two enzymes recognize the same sequence, i.e., are isoschizomers, the prototype (i.e., the first example isolated) is indicated in parentheses.
b. Recognition sequences are written from 5' •+ 3', only one strand being given, and the point of cleavage is indicated by an arrow (4-). When no arrow appears, the precise cleavage site has not been determined. For example, G+GATCC is an abbreviation for
Bases appearing in parentheses signify that either base may occupy that position in the recognition sequence.
Thus, AccI cleaves the sequence GTAGAC, GTATAC, GTCGAC, and GTCTAC. Where known, the base modified by the corresponding specific methylase is indicated by an asterisk. A is N 6 -methyladenosine. C is 5-methylcytosine.
c. These columns indicate the frequency of cleavage by the various specific endonucleases on bacteriophage lambda DNA (A), ndenovirus-2 DNA (Ad2), simian virus 40 DNA (SV40), and <| >X174 Rf DNA ($X174). In the latter two cases, the sites were checked by computer search of the published sequences. 
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